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as one would like. On average, the results were very close. However, there is no way 
of knowing whether an independent replication would have a b of −0.33 or −0.71. 
Indeed, we cannot estimate the population parameter very precisely; thus, if we were 
being honest, we can be confident in estimating that there really is an interaction and 
that this coefficient is negative, but not much more.

The reality is a bit different with a smaller sample. To demonstrate this point, I 
randomly sampled approximately 30% of the original sample, leaving N = 442. In this 
sample, the overall results were similar to that in Table 15.5, as you can see in Table 
15.6. The omnibus test is less strong, but the effect for the interaction is similar and 
significant. If you, as a researcher, had this sample, would your conclusions be sub-
stantially different than in the prior analysis?

Unfortunately for many, even a sample this large (N = 481) can produce results that 
are highly volatile. For example, repeating 5,000 bootstrap replications based on this 
sample, only 58.3% of the replications produced a significant interaction (p < .05). 
Thus, there is a much lower probability of replication given a sample similar to this 
one. Furthermore, the range of coefficients was much broader. Given a relatively unbi-
ased estimate (b = −0.367 versus −0.489 in the original analysis, skewness of −0.394), it 
is legitimate to explore the empirical 95% CIs from this analysis. The calculated CIs in 
Table 15.6 are not substantially different from the original (−0.70, −0.03). However, in 
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Figure 15.7  �Distribution of Poisson Regression Coefficient for SEX*AGESEX_c From 
Bootstrap Analysis




